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Comparison of the amino acid sequence of NAC family transcription factors. The amino acid sequences were aligned using ClustalW program at the web site for NST1(AT2G46770), NST3(AT1G32770), SND2(AT4G28500), and ANAC075(AT4G29230). Threshholds are set to 75% and the same or similar character amino acids are shown in black or gray, respectively.
Col-0 nst1-1 nst3-1 NST3pro: NST3 nst1-1 nst3-1
NST3pro: SND2
NST3pro: ANAC075
NST3pro: MYB46 Supplementary Fig. S2 Secondary wall restoration in nst1-1 nst3-1 double mutant by some transcription factors. Blue color shows an auto-fluorescence from lignin and disappeared in the inter fascicular fiber cells of the nst1-1 nst3-1 double mutant. The disappearance is recovered by the expression of NST3, ANAC075, and MYB46 driven by NST3 promoter, while SND2 does not.
